Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.029; wR factor = 0.070; data-to-parameter ratio = 16.8. 
The dinuclear title complex, [Sm 2 (C 8 H 7 O 3 ) 6 (C 10 H 8 N 2 ) 2 -(H 2 O) 2 ]ÁH 2 O, contains two Sm III atoms, six deprotonated phydroxyphenylacetic acid (PAA) molecules, two 4,4 0 -bipyridine (bipy) molecules, two coordinated water molecules and one solvent water molecule. Each Sm III ion is nine-coordinated by seven O atoms from four PAA ligands, one water O atom and one N atom from a bipy ligand in a distorted geometry. The PAA ligands are coordinated to the Sm III ion in bridging and bridging tridentate modes. The asymmetric unit also contains one uncoordinated water molecule. The occurrence of numerous O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds involving coordinated and non-coordinated water molecules builds up an intricate three-dimensional network. 
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Experimental
Crystal data [Sm 2 (C 8 Table 1 Hydrogen-bond geometry (Å , ). Arias, et al., 2000) , In addition, numerous O-H···O bonds involving both hydroxyl groups as well as coordinated and non-coordinated water molecules build up an intricate threedimensional network (Table 1) .
All reagents and solvents used were of commercially available quality and were used without prior purification. p-hydroxyphenylacetic acid(HPAA) (0.456 g, 3 mmol) and sodium hydroxide (0.12 g, 3 mmol) were mixed together in water (10 ml). Sm(NO 3 ) 3 (0.336 g, 1 mmol), dissolved in water (10 ml), was added into the first solution. After stirring for an hour, an ethanol (5 ml) solution of 4,4'-bipyridine (0.156 g, 1 mmol) was slowly dripped into the mixture, followed by three hours stirring. After filtration, the filtrate was allowed to stand at room temperature and single crystals suitable for X-ray diffraction were obtained after a week.
Refinement
All H atoms attached to C atoms and O(hydroxyl) atom were fixed geometrically and treated as riding with C-H = 0.97 Å (methylene) or 0.93 Å (aromatic) and O-H = 0.82 Å with U iso (H) = 1.2U eq (C) or U iso (H) = 1.5U eq (O). H atoms of water molecule were located in a difference Fourier map and included in the subsequent refinement using restraints (O-H= 0.82 (1)Å and H···H= 1.39 (2) Å) with U iso (H) = 1.5U eq (O). In the last cycles of refinement they were treated as riding on their parent O atom.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the title complex, showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level. Geometric parameters (Å, °) 
